Table S2. U4a1 and U4a2 subhaplogroups distribution (percentage with number of individuals in parentheses) in different ethnic groups of Europe and Northwest Siberia. Population data for which U4a1 and U4a2 frequencies were deduced from control region sequences (HVS I and HVS II) or coding region mutations (A12308G and T4646C for U and U4, respectively) and HVS I sequences only are indicated by asterisk (*).

	Populations
	U4a1
	U4a2
	U4a2a
	U4a2b
	U4a2c
	References

	Slavonic-speaking
	
	
	
	
	
	

	Poles (n=849)
	1.6 (14)
	1.6 (14)
	0.9 (8)
	0.6 (5)
	0
	Malyarchuk et al. (2002); Grzybowski et al. (2007)

	Czechs (n=272)
	1.1 (3)
	0.7 (2)
	0.4 (1)
	0
	0
	Vanecek et al. (2004)*; Malyarchuk et al. (2006)

	Slovaks (n=207)
	0.5 (1)
	2.4 (5)
	1.0 (2)
	0
	0
	Malyarchuk et al. (2008)

	Russians (n=683)
	0.4 (3)
	2.0 (14)
	1.5 (10)
	0.3 (2)
	0.1 (1)
	Malyarchuk et al. (2002; 2004);  Grzybowski et al. (2007)

	Belorussians (n=247)
	1.2 (3)
	0.8 (2)
	0
	0
	0.4 (1)
	this study

	Ukrainians (n=30)
	0
	6.7 (2)
	3.3 (1)
	0
	3.3 (1)
	Malyarchuk and Derenko (2001)

	Bosnians (n=144)
	0.7 (1)
	0
	0
	0
	0
	Malyarchuk et al. (2003)

	Slovenians (n=233)
	0
	1.7 (4)
	1.3 (3)
	0.4 (1)
	0
	Malyarchuk et al. (2003); Zupanič Pajnič et al. (2004)*

	Macedonians (n=200)
	0.5 (1)
	1.0 (2)
	0
	0
	0
	Zimmermann et al. (2007)

	Greek-speaking
	
	
	
	
	
	

	Northern Greeks (n=319)
	0.3 (1)
	1.9 (6)
	0
	0.3 (1)
	0
	Irwin et al. (2008)

	Baltic-speaking
	
	
	
	
	
	

	Lithuanians (n=180)
	1.7 (3)
	0
	0
	0
	0
	Kasperavičiūtė et al. (2004)*

	Latvians (n=299)
	1.0 (3)
	1.7 (5)
	1.7 (5)
	0
	0
	Pliss et al. (2006)

	Finno-Ugric-speaking
	
	
	
	
	
	

	Hungarians (211)
	1.4 (3)
	0.9 (2)
	0.5 (1)
	0
	0
	Egyed et al. (2007)

	Estonians (n=48)
	0
	2.1 (1)
	0
	2.1 (1)
	0
	Sajantila et al. (1995)*

	Finns (n=403)
	0
	0.2 (1)
	0
	0.2 (1)
	0
	Meinilä et al. (2001)*

	Karelians (n=83)
	3.6 (3)
	0
	0
	0
	0
	Sajantila et al. (1995)*

	Nenets (n=58)
	0
	5.2 (3)
	3.4 (2)
	1.7 (1)
	0
	Saillard et al. (2000)*

	Udmurts (n=101)
	2.0 (2)
	2.0 (2)
	0
	0
	2.0 (2)
	Bermisheva et al. (2002)*

	Komi-Zyrians (n=62)
	8.1 (5)
	0
	0
	0
	0
	Bermisheva et al. (2002)*

	Komi-Permians (n=74)
	4.1 (3)
	0
	0
	0
	0
	Bermisheva et al. (2002)*

	Mordva (n=102)
	1.0 (1)
	0
	0
	0
	0
	Bermisheva et al. (2002)*

	Maris (n=136)
	7.4 (10)
	0
	0
	0
	0
	Bermisheva et al. (2002)*

	Kets (n=38)
	21.1 (8)
	0
	0
	0
	0
	Derbeneva et al. (2002a)

	Nganasans (n=24)
	8.3 (2)
	0
	0
	0
	0
	Derbeneva et al. (2002a)

	Mansis (n=98) 
	0
	0
	0
	0
	0
	Derbeneva et al. (2002b)

	Turkic-speaking
	
	
	
	
	
	

	Chuvashes (n=55)
	9.1 (5)
	3.6 (2)
	0
	0
	3.6 (2)
	Bermisheva et al. (2002)*

	Tatars (n=228)
	1.8 (4)
	2.2 (5)
	0.4 (1)
	0
	1.8 (4)
	Bermisheva et al. (2002)*

	Bashkirs (n=221)
	6.3 (14)
	0.9 (2)
	0
	0
	0.9 (2)
	Bermisheva et al. (2002)*

	Germanic-speaking
	
	
	
	
	
	

	British (n=99)
	0
	0
	0
	0
	0
	Piercy et al. (1993)*

	Austrians (n=101)
	1.0 (1)
	1.0 (1)
	1.0 (1)
	0
	0
	Parson et al. (1998)*

	Germans (n=826)


	0.5 (4)


	0.4 (3)


	0.2 (2)
	0.1 (1)
	0
	Hoffmann et al. (1997) *; Baasner et al. (1998)*; Lutz et al. (1998; 1999)*;  Pfeiffer et al. (1999)*; Baasner and Madea (2000)*; Poetsch et al. (2003; 2004)*

	Swiss (n=154)
	0
	0
	0
	0
	0
	Dimo-Simonin et al. (2000)*

	Romanic-speaking
	
	
	
	
	
	

	Italians (n=83)
	1.2 (1)
	0
	0
	0
	0
	Tagliabracci et al. (2001)*

	French (n=1128)
	0.7 (8)
	0
	0
	0
	0
	Rousselet and Mangin (1998)*; Dubut et al. (2004); Richard et al. (2007)*

	Spaniards (n=118)
	0
	0
	0
	0
	0
	Crespillo et al. (2000)*

	Portugese (n=549)
	0.2 (1)
	0.4 (2)
	0.4 (2)
	0
	0
	Pereira et al. (2004)
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